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Ozet

Siirme (Tilletia sp.), bugdayda ciddi verim ve kalite kayiplarina neden olan bir mantar hastaligidir.
Hastalikla miicadelede fungusitler yogun olarak kullanilmaktadir ancak, miicadelede kullanilan
kimyasallar, toprak ve su kaynaklarini kirletmektedir. Hastalikla miicadelede dayanikli cesitleri
kullanmak daha c¢evre dostu bir yontemdir. Bu yilizden dayanikli ¢esitler tercih edilmelidir. Siirme
hastaliginda dayaniklilik, bt genleri olarak adlandirilan genler ile kontrol edilmektedir. Calisma, bt
genlerinin varligin1 molekiiler diizeyde belirlemek amaci ile yapilmistir. Bu amagla, bazi ekmeklik
bugdaylar (AlpuO1, Altay2000, Karahan99, ikizce, Miifitbey, Yayla305, Kirag66, Soyer02, Sultan95,
Nacibey, P1178383, M732154) Bt genleri igin test edilmistir. Ekmeklik bugdaylara ait DNA 6rnekleri,
klasik CTAB-DNA izolasyon yontemiyle elde edilmistir. DNA 6rnekleri ile yapilan PCR isleminde,
dayaniklilik genlerinin belirlenmesi icin, Bt-5, Bt-8, Bt-10, ve Bt-11 gibi dayaniklilik genlerine
spesifik SSR ve RAPID primerleri kullamlmistir. Olusan DNA bantlar1 Bt genleri igin var veya yok
olarak degerlendirilmistir. Elde edilen veriler hastaligin yogun gorildiigii bolgelerde bugday
seciminde yardimci olacaktir. Ayrica dayanikliligi molekiiler yontemlerle test edilmis bu bugdaylarin
yeni dayaniklilik kaynaklarinin olusturulmasinda kullanilabilecegi 6n goriilmektedir.

Anahtar Kelimeler: Bugday, Stirme, Bt Genleri, Molekiiler Markéorler

The Detection of Resistance Genes Against Common Bunt (Tilletia Sp.) Disease in Some Bread
Wheat Varieties Using Molecular Markers.

Abstract

Common bunt (Tilletia sp.) is a fungal disease that causes serious yield and quality losses in wheat.
Fungicides are extensively used in the fight against disease, but chemicals used in the struggle pollute
the soil and water resources. To use resistant varieties in the fight against the disease is a more
environmentally friendly method than the fungicides. Therefore, resistant varieties should be
preferred. Common bunt resistance is controlled by genes called Bt genes. This study was conducted
to determine the presence of bt genes at the molecular level. For this purpose, some bread wheat
varieties (Alpu01, Altay2000, Karahan99, Ikizce, Mufitbey, Yayla305, Kirac66, Soyer02, Sultan95,
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Nacibey, P1178383, M732154) were tested for Bt genes. DNA samples of wheat were obtained by
classical CTAB-DNA isolation method. In the PCR process, the specific SSR and RAPID primers for
some resistance genes such as Bt-5, Bt-8, Bt-10, and Bt-11 were used to detect the resistance genes.
The obtained DNA bands were scored as present or absent for detection of Bt genes. The data obtained
from the study will help in the selection of varieties in regions where the disease is seen intensively. It
is also foreseen that these wheat varieties whose durability has been tested by molecular methods can
be used to generate new resistant varieties.
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